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- ' s - Photo panel 2. Localized GFP expression in Laccaria bicolor C11-H82 grown in liquid medium (A-G).

G Mitochondrial localization signal A niger citrate synthetase - region. Magnification 1000,
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*'fbr dlrec.ted gene disruption and RNA interference by Agrobacterium —mediated tranformation in L. bicofor.
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